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<400> 1 

il aattcctgga caacaatccc tttgagagtg atagtaaggg ggatgaactg agatgctaag 60 

I,f ctcacgttct tcgccttggc gtaggctgcc ccatgtcttg gtttagtgct tctctccacc 120 

ji5 ctagtagctt agccattgct tgtccaatcc cattcccatc tcgcatcacg ctctatttat 180 

gaccaaggct gtcaaatgag agccccactc atgtggcctc cacttcatat tgttttcttt 240 

^ gtcgataaga ctgtcatccc gtctccggtg gcttccacga agaacgattt gtaaagatgg 3 00 

atagcgatag gctgcccttg gtcggtatga agccgaagtc cctcgtgcct cgatggatat 360 

gcgcttcaac ccgacgcaca gcgcacgtgg tatccgaatg ggacggaaag gtagctcctc 420 

cagtgggcta tataagcctt tccctggccg ggctcagact ^ccctagcaag cagcattgtt 480 

^/ caagctcacg acctcaatcc gcgagtaaafc *atgaagtcca ccgctctgct fiactggtctc 540 

ggcctcttgg^ctctctcgg^cttgct^agc cctgtcacgt ccgagtatac gagcgtgcga 600 

gaagcccctt tcggatacaa gcctggctcc aaggagtcca ttgagaactt gaaggacaag 660 

gtcgagaaca ttgtctggct tattctcgag aacaggtttg tgtgccctta cgatattcat 72 0 

atgtggaata ataaattcct caattcagct tgtggtatgt gaagacgagc actaacatat 780 

ggtccagatc cttcgataac attctgggag gcgtgcgccg ccaaggactg gacaacccga 840 

tcaacaacgg cccgttctgc aactacaaga atgcgagcga cccatcctcg ggcaagtact 900 

gtactcaggc caaggactat gattccgtgt tcaacgatcc agaccactcc gtgactggta 960 

ataacttgga gttctacgga acttacaccc caaacaatgg tgcgattgcc agtggcaagg 1020 

tcgtcgccga ccagtctggc ttcctcaacg cacagcttaa cgactacccc aaactggccc 1080 

cagaagaggc gacaaggcaa gtgatgggat actatacgga ggaggaggtt cctacgctcg 1140 

tggaccttgt ggatgagttc actactttca acagctggtt ctcgtgtgtt cctggcgtaa 1200 

gtgcgataaa tctgtatatt tttaattttg actaacgcgt tcaaaagcct accaacccca 1260 

accgcttgtg cgctctggca ggaaccgctg ctgggcatgg caagaatgac gatgacttcc 1320 

tgaactatgg tatctctagc aagtccatct tcgaggccgc caacgagaag ggcgtgtcct 1380 

ggctcaacta cgatggcacc aacggagaat tcgaaccgga ttctctcttc ttcacctacg 1440 

tcaaccagac ctcccggtcc aacgtggtgc ccgttgaaaa cttcttccaa gacgcctacc 1500 

tcggtgtcct ccctaaattc tcttacatta acccctcctg ctgcggcacc aacaccaact 1560 

ccatgcaccc caccggtaac gtctcctacg gtgaggtctt cgtcaagcag atctatgatg 1620 

ccattcgcca gggccctcag tgggacaaga ccctgctctt cattacctac gacgagaccg 1680 

gtggcttcta cgaccatgtc cctccccctc tcgccgtccg cccggacaac ctgacctaca 1740 

ctgagactgc gaagaacggt cagaaataca ctcttcactt cgaccgtctg ggtggccgca 1800 
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tgccgacctg ggttatctcc ccttacagta 

atcccgtcac gggcaagccc gctccctaca 

atctctggga catcgaggac ttcacccctc 

tgatcggcac gactttgcgt gaggatgctc 

cggtataagt ctcagtccgt gcagtgagac 

ttcagtgaac gattacatgt tatagagcat 

cgcgatgatg ataagataaa gctgggttat 

tttgataaca tgggatttaa aaaggaaatg 

cgtaacttta cgatgactgc accccggata 
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agaagggata catcgagcag 
gtgctacctc cgtcctcaag 
gtgtcgccca ctctccatct 
ctattgctct caagactccc 
aggattaaaa gtgatgatga 
tgttttgctt atagctacgc 
ttctctattg tatattcatt 
ttttcttgca caatcaactc 
cattaatt 



tacggaacgg 1860 

actctcggat 1920 

ttcgatcacc 1980 

catacctttt 2040 

acgttctgac 2100 

ctagagcgag 2160 

aatgaaagac 222 0 

acggaacagg 22 80 
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